Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.157; data-to-parameter ratio = 20.1.
Related literature
For the biological activity of 3-2(-(3-methyl-2-oxoquinoxalin-1(2H)-yl) ethyl)oxazolidin-2-one, see: Ferfra (2001) ; Habib & El-hawash (1997) ; Romer et al. (1995) . For pharmaceutical agrochemicals, see: Badran et al. (2003) ; Madhusudhan et al. (2004) ; Soad et al. (2006) ; Sriharsha & Shashikanth (2006) ; Sarro et al. (2002) . For a related structure, see: Doubia et al. (2007) . Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.157 S = 1.04 4108 reflections 204 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.29 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; y; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXS97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
The heterocyclic compounds to 5 or 6 Chains occupying a capital in fields as varied,quinoxalines pharmacy (Madhusudhan et al. 2004 and Sarro et al.2002) in agrochemicals (Romer et al. 1995 , Habib et al. 1997 ) biology (Ferfra 2001) etc. The quinoxalines and the oxazolidines are subjets of numerous articles in describing the synthesis of new derivatives presentery antibacterial properties (Badran et al. 2003 , Sriharsha et al. 2006 ) and anti tumor (Soad et al. 2006) . We describe here the synthesis of compound 3 to side of the compound 2 per share on the dichlorodiéthylmine quinoxaline-2-one fusion as show in the chemical structural diagram (Fig.1) .
The 3-2(-(3-methyl-2-oxoquinoxalin-1(2H)-yl)ethyl)oxazolidin-2-one (I) molecule structure is built up from two fused six-membered rings linked to a five-membered ring (oxazolidin-2-one) by an ethylic groupe. The both rings are essentially planar and forms a dihedral angle of 20.46 (6)° with the oxazolidin-2-one ring. The molecular structure of (I) is shown in Fig.2 . The geometric parameters (bond lenghths and angles) are very similar to those observed in previously reported structures (Doubia et al. 2007 ).
An intermolecular C-H···O hydrogen bond is observed in the cristal structure as shown in the partial plot of the structure ( Fig.3 ). Furthermore, the structure is stabilized by Van der Waals forces and together by weak slipped π-π stzcking between symmetry related molecules (C to C ring) with interplanar distance of 3.579 Å and centroid to centroid vector of 3.800 (1) Å.
Experimental
It reacted 0.0125 moles of quinoxaline-2-one with 2.66 moles of dichlorodiéthylamine in 40 ml dimethyl formamide in the presence of 2.87 moles of K 2 CO 3 and a few milligrams of BTBA. The mixture was brought to reflux in a bath of sand magnetic stirring for 6 h. After vacuum concentration, the separation of compounds was done by column chromatography eluant 4 / 6(hexane -ethyl acetate). Recrystallization occurred in the same eluent. This compound was obtained in 60% and his melting point is 175°C.
Refinement
All H atoms were located in a difference map and refined without any distance restraints. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0513 (9) 0.0561 (9) 0.0557 (9) 0.0062 (7) 0.0075 (7) −0.0160 (7) C6 0.0475 (8) 0.0734 (11) 0.0373 (7) 0.0010 (7) 0.0110 (6) −0.0072 (7) C7 0.0434 (7) 0.0566 (8) 0.0360 (7) 0.0010 (6) 0.0091 (5) 0.0063 (6) C8 0.0289 (6) 0.0381 (6) 0.0345 (6) 0.0004 (4) 0.0050 (4) 0.0036 (5) C9 0.0595 (9) 0.0622 (9) 0.0319 (6) −0.0168 (7) 0.0030 (6) 0.0035 (6) C10 0.0425 (7) 0.0341 (6) 0.0463 (7) −0.0008 (5) 0.0066 (5) 0.0103 (5) C11 0.0426 (7) 0.0387 (7) 0.0533 (8) 
